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We investigated the hypothesis that there is a common developmental origin for different dermal skeleton modules by examining Dlx gene expression pattern during dermal denticle and tooth development in the dogfish (Scyliorhinus canicula). We compared these data with previous results obtained in mouse, zebrafish and medaka, showing that teleost pharyngeal denticles and oral teeth develop after identical sequential gene initiation. Our results showed that there were no differences observed in Dlx gene expression between oral teeth and dermal denticles in the dogfish. However comparisons between homologous structures such as oral teeth in the mouse, medaka and dogfish showed S251
